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Abstract Enterococci have been used as starter cultures and

probiotics. They also have been considered as indicator organisms

for antibiotic resistance due to their ability to harbor and to easily

acquire antibiotic resistance. This study aimed to show the

antimicrobial resistance profiles and genotyping of Enterococcus

faecalis in retail pork meat products in Korea. Enterococcus spp.

were analyzed for 124 collected samples, which included minced

pork meat, marinated pork meat with soy sauce or kochujang

(fermented hot pepper-soybean paste), and frozen processed pork

meat products. The isolates of E. faecalis (n =36) were resistant to

tetracycline (58.3%), erythromycin (11.1%), and nitrofurantoin

(2.8%). No vancomycin resistant enterococci were observed in the

present study. Most of the E. faecalis isolates were sensitive to all

antibiotics or resistant to single antibiotics. As a result of the

automated repetitive-sequence-based PCR (rep-PCR), which was

used as an approach for genotyping enterococci, 7 out of 36

isolates of E. faecalis were assigned to one cluster with a

similarity >95%, and all isolates were found to have originated

from minced pork meat, suggesting that this clone might circulate

in minced pork meat products. Given the importance of

antimicrobial resistance of enterococci in food safety as well as in

public health, our results on the occurrence, antimicrobial resistance,

and genotyping could provide useful information to derive risk

management options.

Keywords antimicrobial resistance · Enterococcus · molecular

typing · pork meat products · rep-PCR

Introduction

Enterococci are Gram-positive, facultative anaerobic bacteria that

live as part of the natural gut flora of humans as well as animals.

Selected strains of enterococci have been used not only as starter

cultures in the production of traditional fermented food, but as

probiotics for human and animal use (Weiss et al., 2010).

Enterococci are not problematic for healthy people, but

occasionally function as agents of urinary tract infections.

However, the genus has been proven to cause opportunistic

infections on hospital patients, including a wide variety of human

infections, such as endocarditis, urinary and genital tract

infections, meningitis, and septicemia (Woodford and Levermore,

2009).

The abilities to harbor and to easily acquire antibiotic resistance

genes make enterococci of concern. They show increasing resistance

to antimicrobial agents such as β-lactams, high-level resistance to

aminoglycoside, and more recently, resistance to glycopeptides,

particularly in Enterococcus faecalis strains (Murray, 1998; Woodford

and Levermore, 2009). The genetic determinants conferring

resistance to all classes of antimicrobials that are mediated by

genes residing on plasmids or transposons could be transferred by

pheromone-mediated, conjugative plasmids or transposons to

other enterococci or even to more virulent pathogens (Barbosa et

al., 2009). The heavy use of growth-promoting drugs in some

food animals has caused an increase of antimicrobial resistance to
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enterococci of animal origin, and this resistance also appears to

have spread to enterococci in the human population (Bates, 1997).

Antibiotic-resistant enterococci have been found in meat

products, dairy products, and ready-to-eat foods (Corpet, 1998;

Quednau et al., 1998; Teuber et al., 1999; Baumgartner et al.,

2001). However, little information is available on antibiotic

resistance in enterococci isolated from retail meat products in

Korea, in spite of the fact that antibiotic resistance has been

reported in enterococci isolated from livestock and human

(Hwang et al., 2009; Lee et al., 2011). In the present study, the

occurrence of enterococci in retail pork meat products and the

antibiotic resistance of E. faecalis isolates were examined.

Automated repetitive-sequence-based PCR (rep-PCR) was used to

investigate the genetic diversity of enterococci isolated from pork

meat products.

Materials and Methods

Sample collection and preparation. Pork samples were

purchased from retail markets in Gyeonggi Province in South

Korea over a period of three months in 2010. The one hundred

twenty four samples included minced pork meat (n =40), marinated

pork meat with soy sauce (n =34) or kochujang (n =34), and

frozen processed meat products (n =16). Samples were placed on

ice in a cooling box after purchase and were transported to the

laboratory within 2 h. Samples that included minced pork meat

and marinated pork meat were immediately stored at 4oC. Frozen

processed meats were kept at −20oC.

Isolation and enumeration of Enterococcus spp. The enumeration

of enterococci was carried out according to ISO-7899-1 (IOS,

1998) and Weiss et al. (2005) with some modifications. In brief,

25 g of the sample was cut with sterilized scissors and

homogenized with 225 mL sterile peptone water in a Stomacher
®400 Circulator (Seward, England) for 2 min at 230 rpm. The

homogenates were then subjected to serial 10-fold dilution in

peptone water, and 100 µL of each dilution was spread on Bile

Aesculin Azide (BAAA) agar (MERCK, Germany) plates. After

24 h incubation at 37oC, the plates with typical numbers of

colonies between 25 and 250 were selected for presumptive

enumeration of Enterococcus. Typical colonies on BAAA agar

were transferred to Tryptic soy agar (TSA, Merck, Germany) and

were subjected to biochemical testing in a VITEK® 2 compact

system (Biomerieuk, France) and to a genetic test by conventional

PCR to identify E. faecalis. The template DNA of each strain was

obtained with a DNeasy tissue Kit (Qiagen, Germany) according

to the manufacturer’s instructions. PCR amplifications were

routinely carried out at a 20 µL reaction volume, which consisted

of 1 µL DNA templates: the primer for E. faecalis (5'-TCAAGTA

CAGTTAGTCTTTATTAG', 5'-ACGATTCAAAGCTAACTGAA

TCAGT, 941 bp) (Dutka-Malen et al., 1995) at 5 pmole/µL, rrs

primer (R-5'-GGATTAGATACCCTGGTAGTCC, R-5'-TCGTTG

CGGGACTTAACCCAAC, 320 bp) (Kariyama et al., 2000) at

1 pmole/µL; 1 unit of Taq-polymerase, 2.5 mM of dNTP mixture,

10 mM of Tris-HCl (pH 9.0), 30 mM of KCl, and 1.5 mM of

MgCl2 (AccuPowerTM PCR PreMix, Bioneer, Korea). All PCR

reactions were carried out in a Mastercycler pro (Eppendorf,

Germany) using the following parameters: initial denaturation at

94oC for 5 min; 30 cycles at 94oC for 1 min, annealing at 56oC for

1 min, and extension at 72oC for 1 min; with the final extension at

72oC for 10 min. The PCR products were electrophoresed on

1.8% agarose gel and stained with ethidium bromide. The DNA

bands were visualized and documented with a GelDocTM XR+

imaging system (Bio-Rad, USA). The confirmed isolates were

kept in 50% glycerol at −80oC for further analysis.

Antibiotic susceptibility. Antibiotic susceptibility of the identified

enterococci isolates was examined by the broth dilution test and

disc diffusion test. The broth dilution test was performed with an

AST-P601 test card in a VITEK® 2 compact system according to

the manufacturer’s instructions, and the disc diffusion test was

carried out using the antibiotic susceptibility testing disc (Oxoid

Ltd, UK) based on the Clinical and Laboratory Standards Institute

(CLSI, 2010) standards. The tested antimicrobials were as follows:

ciprofloxacin, erythromycin, linezolid, teicoplanin, vancomycin,

tetracycline, tigecycline, nitrofurantoin, ampicillin, amoxycillin/

clavulanic acid, and chloramphenicol. The qualitative interpretation

(resistant or sensitive) is based on the breakpoints for enterococci

proposed by the CLSI standards (CLSI, 2010). Quality control for

this antibiotic susceptibility was performed using E. faecalis

ATCC 29212, and all values were within accepted limits.

Molecular typing by DiversiLab system. For rep-PCR, DNAs

of enterococci isolates were extracted using the UltraClean

microbial DNA isolation Kit (Mo Bio Laboratories, USA). All

DNA solutions were standardized to a concentration of ca. 25 ng/

µL. The DiversiLab Enterococcus Kit (Bacterial Barcodes, Inc,

USA) was used for rep-PCR amplification of non-coding intergenic

repetitive elements in the genomic DNA, according to the

manufacturer’s instructions. PCR was performed on a Mastercycler

pro using the following parameters: initial denaturation at 94oC for

5 min; 30 cycles at 94oC for 1 min, 56oC for 1 min and 72oC for

1 min; with the final extension at 72oC for 10 min. Amplicons

were analyzed using the DiversiLab system, which includes

fragment separation using microfluidic chips and Agilent B2100

Bioanalyzer (Agilent Technologies Inc., USA). The DNA standard

markers, which were applied for normalization of the sample runs,

and Chip kit molecular weight ladders were used. Results were

analyzed using the DiversiLab software (version 3.3), which uses

the Pearson correlation coefficient to determine distance matrices

and the unweighted pair group method with arithmetic averages

(UPGMA) to create dendrograms.

Results and Discussion

Occurrence of Enterococcus spp. Enterococcus spp. was

detected in 111 of the samples of pork meat products collected in
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this study. The contamination of Enterococcus spp. was observed

in 89.5% of the samples in the present study, whereas in a study

undertaken by Kuhn et al. (2003), enterococci were found as

contaminants in 77% of the samples, including human, food,

animal, and water samples in an examination of 2,868 samples. In

another study, 27.2% of 101 samples (chicken products, cooked

pork, and cold turkey meat) were shown to be contaminated with

enterococci (Robredo et al., 2000). In the present study, the

samples most frequently shown to have contamination were those

of minced pork meat products (97.5%) followed by frozen

processed pork meat products (87.5%), marinated pork meat with

soy sauce (85.3%), and marinated pork meat with kochujang

(85.3%) (Table 1). The detection rate of enterococci in minced

pork meat was higher than that in samples marinated with two

types of sauce and higher than that in frozen pork meat products.

Thirty six percent of the enterococci-positive minced pork meat

was contaminated with Enterococcus spp. at less than 3 log CFU/

g. On the contrary, most of the enterococci-positive samples of

marinated pork meat with kochujang, marinated pork meat with

soy sauce, and frozen processed meat were contaminated with

Enterococcus spp. at below 3 log CFU/g. The differences in

detection rate might be explained by several factors, including

additives from kochujang and soy bean sauce, storage temperature

and period before selling, and cross contamination from processing

machines. The majority of Enterococcus spp. are able to grow

from 10 to 45oC, in 6.5% sodium chloride, and at pH 9.6 (Hardie

and Whiley, 1997). Further study is needed to elucidate the

possible contamination route of enterococci and the influence of

other factors on the survival of the organisms. Among enterococci

isolated from the processed pork meat products E. faecalis was the

most predominant isolate, and was identified in all four types of

pork meat products.

Antibiotic resistance. The antibiotic resistances of 36 isolates of

E. faecalis were analyzed (Table 2). The number and origin of E.

faecalis isolates were as follows. Minced pork meat (n =19),

marinated pork meat with soy sauce (n =4) and kochujang (n =5),

and frozen processed meat products (n =8). The isolates of E.

faecalis were resistant to tetracycline (58.3%), erythromycin

(11.1%) and nitrofurantoin (2.8%), lower than the level of

resistance to tetracycline of E. faecalis isolated from pigs in Korea

(Jung, 2003). The main reason for the high resistance to

tetracycline may be that this antimicrobial is the most commonly

used in Korea as both a therapeutic and non-therapeutic

antimicrobials in veterinary medicine. Tetracycline accounted for

over 50% of the sales of antimicrobials for animals in Korea

(Jung, 2003). In the present study, none of the strains were

resistant to vancomycin. The use of the glycopeptide antibiotic

avoparcin in animal husbandry as an antimicrobial growth promoter

is reportedly associated with the appearance of vancomycin-

resistant enterococci (VRE); the use of avoparcin was forbidden in

Korea in 1997 (Seo et al., 2005). Banning avoparcin might be

associated with the observed lack of VRE in the present study.

Thirteen enterococci isolates were susceptible to all antimicrobials

tested in this study. Most of the E. faecalis (n =20) isolated from

processed pork meat products were resistant to single antibiotics

(Table 3). The multiple antibiotic resistances were only observed

in E. faecalis isolated from marinated pork meat products, which

showed resistance against two antibiotics, i.e. tetracycline and

erythromycin. The principal concern about enterococci in the food

supply is the pathogenic potential of bacteria based on the horizontal

transfer of genes associated with virulence and antibiotic resistance.

Table 1 Occurrence of Enterococcus spp. in retail pork meats products

Food
No. of samples, Positive/

Total (%)

Range of enterococci in positive samples
(log CFU/g)

<3 3~5 5<

Minced pork meat 39/40 (97.5) 14 24 1

Marinated pork meat

with kochujang (fermented hot pepper-soybean sauce) 29/34 (85.3) 22 7 0

with soy sauce 29/34 (85.3) 23 6 0

Frozen processed meat 14/16 (87.5) 11 3 0

Total 111/124 (89.5)00 70 40 1

Table 2 Antibiotic resistance of Enterococcus faecalis against 11
antibiotics

No. of isolates (%)

aR I S 

Ciprofloxacin (CIP) 0 (0) 4 (11.1) 32 (88.9)

Erythromycin (E) 4 (11.1) 14 (38.9) 18 (50.0)

Linezolid (LNZ) 0 (0) 1 (2.8) 35 (97.2)

Nitrofurantoin (FT) 1 (2.8) 8 (22.2) 27 (75.0)

Teicoplanin (TEC) 0 (0) 0 (0) 36 (100)

Tetracycline (TE) 21 (58.3) 0 (0) 15 (41.7)

Tigecycline (TGC) 0 (0) 0 (0) 36 (100)

Vancomycin (VA) 0 (0) 0 (0) 36 (100)

Amoxycillin/clavulanic acid 
(AMC)

0 (0) 0 (0) 36 (100)

Ampicillin (AMP) 0 (0) 0 (0) 36 (100)

Chloramphenicol (CHA) 0 (0) 0 (0) 36 (100)

aR: resistant to antibiotics, I: intermediate resistant to antibiotics, and S:
sensitive to antibiotics.
Total number of enterococci isolates subjected to antibiotics resistance
test was 36. 
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Enterococci acquire multiple antibiotic resistances from their

efficient gene transfer mechanisms, which may also encode

factors that are associated with virulence (Corpet, 1998). Whether

or not these bacteria should be considered pathogens in food, the

concern is that they can rapidly acquire plasmid-encoded genes

for antibiotic resistance and virulence traits, and can become

pathogenic (Franz et al., 1999). Therefore, enterococci isolates

from food should be investigated for the presence of other

potential virulence factors as well as for the source of horizontal

spread of antimicrobial determinants to various pathogens. In

addition, further studies should focus on determining possible

differences among antibiotic resistance patterns and other

potential virulence factors of food isolates as well as enterococci

isolated from community and clinical sources.

Molecular typing by DiversiLab system. The rep-PCR technique,

adapted to an automated format on the DiversiLab system, was

used to analyze the molecular characteristics of E. faecalis at the

strain level. The antimicrobial resistance and the source of

enterococcal isolates analyzed for genotyping are shown in Table

3. Rep-PCR on the DiversiLab system assigned the 36 isolates of

Table 3 Multidrug resistance of Enterococcus faecalis isolated from processed pork meat products

Species (n)
Resistant 
antibiotics

Number of strains (%) for different types of pork meat products

Minced
Marinated with kochujang

(fermented hot pepper-soybean paste)
Marinated

with soy sauce
Frozen Total

E. faecalis (36) None 10 (25.0) 1 (2.8) 0 (0) 2 (5.6) 13 (33.3)
aE 0 (0) 1 (2.8) 0 (0) 0 (0) 1 (2.8)

FT 1 (2.8) 0 (0) 0 (0) 0 (0) 1 (2.8)

TE 7 (19.4) 3 (8.3) 2 (5.6) 6 (16.7) 18 (50.0)

TE, E 0 (0) 1 (2.8) 2 (5.6) 0 (0) 3 (8.3)

aE, Erythromycin; FT, Nitrofurantoin; TE, Tetracycline.

Fig. 1 PCR generated dendrogram, virtual gel image, and the similarity matrix of the 36 E. faecalis isolates typed with DiversiLab. Letters in
parenthesis of similarity matrix indicate source of the isolates. M; minced pork meat, SS; marinated pork meat with soy sauce, RP; marinated pork meat
with kochujang (fermented hot pepper-soybean paste), F; frozen processed pork meat products.
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E. faecalis to seven clusters consisting of two or more isolates

with a similarity >95%. In addition, nine isolates (No. 1, 2, 7, 23,

28, 29, 34, 35, and 36) remained ungrouped and appeared to

represent unique genotypes (Fig. 1). The biggest cluster had seven

isolates (No. 12–18) that originated from minced pork meat,

suggesting that this clone might be circulated in minced pork meat

products. Other clusters of E. faecalis were found to consist of

isolates from various sample sources, such as marinated pork

meat, frozen pork meat products, and minced pork meat.

In conclusion, we investigated the occurrence, antibiotic resistance

profiles against 11 antimicrobials, and genotyping of E. faecalis in

124 retail pork meat samples including minced pork meat,

marinated pork meat with soy sauce or kochujang, and frozen

pork meat products in Korea. The isolates of E. faecalis (n =36)

were resistant to tetracycline (58.3%), erythromycin (11.1%), and

nitrofurantoin (2.8%). The isolates were susceptible to other

antimicrobials. No VRE were observed in the present study. Most

of the strains isolated from processed pork meat products were

sensitive or single drug resistant. Multiple resistant strains against

two antibiotics were observed for E. faecalis isolated from

marinated pork meat products. As a result of the automated rep-

PCR, which was used as an approach for genotyping enterococci,

7 out of 36 isolates of E. faecalis were assigned to one cluster with

a similarity >95% and all the isolates were found to have

originated from minced pork meat, suggesting that this clone

might be circulated in minced pork meat products. Given the

importance of the antimicrobial resistance of enterococci in food

safety as well as in public health, our results on the level of

contamination, antimicrobial resistance and genotyping could

provide useful information to derive risk management options.

Acknowledgments This research was supported by a grant from Korea

Food and Drug Administration in 2010 and by Basic Science Research

Program through the National Research Foundation of Korea (NRF) funded

by the Ministry of Education, Science and Technology (2012R1A1A2008740).

References

Barbosa J, Ferreira V, and Teixeira P(2009) Antibiotic susceptibility of

enterococci isolated from traditional fermented meat products. Food

Microbiol 26, 527–32.

Bates J (1997) Epidemiology of vancomycin-resistant enterococci in the

community and the relevance of farm animals to human infection. J

Hosp Infec 37, 89–101.

Baumgartner A, Kueffer M, and Rohner P (2001) Occurrence and antibiotic

resistance of enterococci in various ready-to-eat foods. Arch Lebens 52,

1–24.

Clinical and Laboratory Standards Institute (CLSI) (2010) Performance

standards for antimicrobial susceptibility testing; Twentieth informational

supplement. CLSI document M100-S20. Wayne, PA: Clinical and

Laboratory Standards Institute, USA.

Corpet DE (1998) Antibiotic resistant bacteria in human food. Rev Med Vet

149, 819–22.

Dutka-Malen SD, Evers S, and courvalin P (1995) Detection of glycopeptide

resistance genotypes and identification to the species level of clinically

relevant enterococci by PCR. J Clin Microbiol 33, 24–7.

Franz CMAP, Holzapfel WH, and Stiles ME (1999) Enterococci at the

crossroads of food safety? Int J Food Microbiol 47, 1–24.

Hardie JM and Whiley RA (1997) Classification and overview of the genera

Streptococcus and Enterococcus. J Appl Microbiol 83, 1–11S.

Hwang IY, Ku HO, Lim SK, Park CK, Jung GS, Jung SC et al. (2009)

Species distribution and resistance patterns to growth-promoting

antimicrobials of enterococci isolated from pigs and chickens in Korea. J

Vet Diagn Invest 21, 858–62.

International Organization for Standardization (IOS) (1998) ISO 7899-1:

Water quality-Detection and enumeration of intestinal enterococci in

surface and waste water. Part I: Miniaturized method (Most Probable

Number) by inoculation in liquid medium. International Organization for

Standardization, Switzerland.

Jung SC (2003) Establishment of control system of antibiotics for livestock.

Report of Korea Food and Drug Administration Project. National

Veterinary Research and Quarantine Service, Anyang, Korea.

Kariyama R, Mitsuhata R, Chow JW, Clewell DB, and Kumon H (2000)

Simple and reliable multiplex PCR assay for surveillance isolates of

vancomycin-resistant enterococci. J Clin Microbiol 38, 3092–5. 

Kühn I, Iversen A, Burman LG, Olsson-Liljequist B, Franklin A, Finn M et al.

(2003) Comparison of enterococcal populations in animals, humans and

the environment: An European study. Int J Food Microbiol 88, 133–45.

Lee SJ, Lee DS, Choe HS, Shim BS, Kim CS, Kim ME et al. (2011)

Antimicrobial resistance in community-acquired urinary tract infections:

results from the Korean antimicrobial resistance monitoring system. J

Infect Chemother 17, 440–6. 

Murray BE (1998) Diversity among multidrug-resistant enterococci. Emerg

Infect Dis 4, 37–46.

Quednau M, Ahrné S, Petersson AC, and Molin G (1998) Antibiotic-resistant

strains of Enterococcus isolated from Swedish and Danish retailed

chicken and pork. J Appl Microbiol 84, 1163–70.

Robredo B, Singh KV, Baquero F, Murray BE, and Torres C (2000)

Vancomycin resistant enterococci isolated from animals and food. Int J

Food Microbiol 54, 197–204.

Seo KS, Kim JY, Yoo HS, Bae WK, and Park YH (2005) Comparison of

vancomycin-resistant enterococci isolates from human, poultry and pigs

in Korea. Vet Microbiol 106, 225–33.

Teuber M, Meile L, and Schwarz F (1999) Acquired antibiotic resistance in

lactic acid bacteria from food. Antonie van Leeuwenhoek 76, 115–37.

Weiss A, Konrad JD, Kneifel W, and Mayer HK (2010) Evaluation of PCR-

based typing methods for the identification of probiotic Enterococcus

faecium strains from animal feeds. Animal Feed Sci Technol 158, 187-

196.

Weiss A, Domig KJ, and Kneifel W (2005) Comparison of selective media

for the enumeration of probiotic enterococci from animal feed. Food

Technol Biotechnol 43, 147–55.

Woodford N and Levermore DM (2009) Infections caused by Gram-positive

bacteria: a review of the global challenge. J Infect 59, S4–16.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /ACaslonPro-Bold
    /ACaslonPro-BoldItalic
    /ACaslonPro-Italic
    /ACaslonPro-Regular
    /ACaslonPro-Semibold
    /ACaslonPro-SemiboldItalic
    /AGaramondPro-Bold
    /AGaramondPro-BoldItalic
    /AGaramondPro-Italic
    /AGaramondPro-Regular
    /AgencyFB-Bold
    /AgencyFB-Reg
    /ahn2006-B
    /ahn2006-L
    /ahn2006-M
    /AmiR-HM
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArnoPro-Bold
    /ArnoPro-BoldCaption
    /ArnoPro-BoldDisplay
    /ArnoPro-BoldItalic
    /ArnoPro-BoldItalicCaption
    /ArnoPro-BoldItalicDisplay
    /ArnoPro-BoldItalicSmText
    /ArnoPro-BoldItalicSubhead
    /ArnoPro-BoldSmText
    /ArnoPro-BoldSubhead
    /ArnoPro-Caption
    /ArnoPro-Display
    /ArnoPro-Italic
    /ArnoPro-ItalicCaption
    /ArnoPro-ItalicDisplay
    /ArnoPro-ItalicSmText
    /ArnoPro-ItalicSubhead
    /ArnoPro-LightDisplay
    /ArnoPro-LightItalicDisplay
    /ArnoPro-Regular
    /ArnoPro-Smbd
    /ArnoPro-SmbdCaption
    /ArnoPro-SmbdDisplay
    /ArnoPro-SmbdItalic
    /ArnoPro-SmbdItalicCaption
    /ArnoPro-SmbdItalicDisplay
    /ArnoPro-SmbdItalicSmText
    /ArnoPro-SmbdItalicSubhead
    /ArnoPro-SmbdSmText
    /ArnoPro-SmbdSubhead
    /ArnoPro-SmText
    /ArnoPro-Subhead
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /AvantGardeITCbyBT-Demi
    /AvantGardeITCbyBT-DemiOblique
    /AvantGardeITCbyBT-Medium
    /AvantGardeITCbyBT-MediumOblique
    /Batang
    /BatangChe
    /BauhausITCbyBT-Bold
    /BauhausLight
    /BauhausMedium
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /BelweBT-Bold
    /BelweBT-Light
    /BelweBT-Medium
    /BelweBT-RomanCondensed
    /BenguiatITCbyBT-Bold
    /BernhardFashionBT-Regular
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BickhamScriptPro-Bold
    /BickhamScriptPro-Regular
    /BickhamScriptPro-Semibold
    /BirchStd
    /BlackadderITC-Regular
    /BlackoakStd
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /BookmanITCbyBT-Demi
    /BookmanITCbyBT-DemiItalic
    /BookmanITCbyBT-Light
    /BookmanITCbyBT-LightItalic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolSeven
    /BradleyHandITC
    /BremenBT-Bold
    /BrushScriptStd
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Candice
    /Castellar
    /Century
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturyOldstyleBT-Bold
    /CenturyOldstyleBT-Italic
    /CenturyOldstyleBT-Roman
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbookBT-Bold
    /CenturySchoolbookBT-BoldCond
    /CenturySchoolbookBT-BoldItalic
    /CenturySchoolbookBT-Italic
    /CenturySchoolbookBT-Monospace
    /CenturySchoolbookBT-Roman
    /CenturySchoolbook-Italic
    /CGOmega
    /CGOmega-Bold
    /CGOmega-BoldItalic
    /CGOmega-Italic
    /CGTimes
    /CGTimes-Bold
    /CGTimes-BoldItalic
    /CGTimes-Italic
    /ChaparralPro-Bold
    /ChaparralPro-BoldIt
    /ChaparralPro-Italic
    /ChaparralPro-Regular
    /CharlemagneStd-Bold
    /CharlesworthBold
    /ChollaUnicase
    /Clarendon-Condensed-Bold
    /ComicSansMS
    /ComicSansMS-Bold
    /CooperBlackStd
    /CooperBlackStd-Italic
    /CopperplateGothic-Bold
    /CopperplateGothicBT-Bold
    /CopperplateGothic-Light
    /Coronet
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /CurlzMT
    /CwritB
    /CwritL
    /CwritM
    /CwritUL
    /DauphinPlain
    /Dinbla
    /Dinbol
    /Dinlig
    /Dinmed
    /Dotum
    /DotumChe
    /DragonwickPlain001001
    /EccentricStd
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /English111VivaceBT-Regular
    /EngraverFontExtras
    /EngraverFontSet
    /EngraversMT
    /EngraverTextH
    /EngraverTextNCS
    /EngraverTextT
    /EngraverTime
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /EstrangeloEdessa
    /Euclid
    /Euclid-Bold
    /Euclid-BoldItalic
    /EuclidExtra
    /EuclidExtra-Bold
    /EuclidFraktur
    /EuclidFraktur-Bold
    /Euclid-Italic
    /EuclidMathOne
    /EuclidMathOne-Bold
    /EuclidMathTwo
    /EuclidMathTwo-Bold
    /EuclidSymbol
    /EuclidSymbol-Bold
    /EuclidSymbol-BoldItalic
    /EuclidSymbol-Italic
    /ExpoM-HM
    /FelixTitlingMT
    /FencesPlain
    /FormalScript421BT-Regular
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrenchScriptMT
    /FuturaBlackBT-Regular
    /FuturaBT-Bold
    /FuturaBT-BoldCondensed
    /FuturaBT-BoldItalic
    /FuturaBT-ExtraBlack
    /FuturaBT-Heavy
    /FuturaBT-Light
    /FuturaBT-LightItalic
    /FuturaBT-Medium
    /FZSY--SURROGATE-0
    /Gaeul
    /GalliardITCbyBT-Bold
    /GalliardITCbyBT-BoldItalic
    /GalliardITCbyBT-Italic
    /GalliardITCbyBT-Roman
    /Garamond
    /Garamond-Bold
    /Garamond-Italic
    /Garamond-KursivHalbfett
    /GaramondPremrPro
    /GaramondPremrPro-It
    /GaramondPremrPro-Smbd
    /GaramondPremrPro-SmbdIt
    /Gautami
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GiddyupStd
    /Gigi-Regular
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /GloucesterMT-ExtraCondensed
    /GothicL-HM
    /GoudyHandtooledBT-Regular
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /H2gprM
    /H2gsrB
    /H2gtrM
    /H2hdrM
    /H2mjsM
    /H2mkpB
    /H2porL
    /H2sa1M
    /HaansoftBatang
    /HaansoftDotum
    /Haettenschweiler
    /HeadG
    /HeadlineR-HM
    /HoboStd
    /Humanist521BT-Bold
    /Humanist521BT-BoldItalic
    /Humanist521BT-Italic
    /Humanist521BT-Roman
    /HYbdaL
    /HYbdaM
    /HYbsrB
    /HYBuDle-Medium
    /HYcysM
    /HYdnkB
    /HYdnkM
    /HYGoThic-Bold
    /HYGoThic-Light
    /HYgprM
    /HYGraPhic-Bold
    /HYgsrB
    /HYgtrE
    /HYhaeseo
    /HYHaeSo-Medium
    /HYHeadLine-Bold
    /HyhwpEQ
    /HYkanB
    /HYkanM
    /HYKHeadLine-Bold
    /HYKHeadLine-Medium
    /HYLongSamul-Bold
    /HYLongSamul-Light
    /HYLongSamul-Medium
    /HYmjrE
    /HYMokGak-Bold
    /HYMokPan-Bold
    /HYmprL
    /HYMyeongJo-Bold
    /HYMyeongJo-Light
    /HYMyeongJo-Medium
    /HYMyeongJo-Ultra
    /HYnamB
    /HYnamL
    /HYnamM
    /HYPillGi-Light
    /HYPMokPan-Bold
    /HYPMokPan-Light
    /HYporM
    /HYPost-Bold
    /HYRGoThic-Bold
    /HYRGoThic-Medium
    /HYsanB
    /HYSeNse-Bold
    /HYShortSamul-Bold
    /HYShortSamul-Light
    /HYSinGraPhic-Medium
    /HYSinMun-MyeongJo
    /HYSinMyeongJo-Bold
    /HYsnrL
    /HYSooN-MyeongJo
    /HYsupB
    /HYsupM
    /HYSymbolA
    /HYSymbolB
    /HYSymbolC
    /HYSymbolD
    /HYSymbolE
    /HYSymbolF
    /HYSymbolG
    /HYSymbolH
    /HYTaJa-Bold
    /HYTaJaFull-Bold
    /HYTaJaFull-Light
    /HYTaJaFull-Medium
    /HYTaJa-Light
    /HYTaJa-Medium
    /HYtbrB
    /HYwulB
    /HYwulM
    /HYYeasoL-Bold
    /HYYeaSo-Medium
    /HYYeatGul-Bold
    /HYYeatGul-Medium
    /Impact
    /ImprintMT-Shadow
    /KabelITCbyBT-Book
    /KabelITCbyBT-Demi
    /KabelITCbyBT-Medium
    /KabelITCbyBT-Ultra
    /Kartika
    /KozGoPro-Bold
    /KozGoPro-ExtraLight
    /KozGoPro-Heavy
    /KozGoPro-Light
    /KozGoPro-Medium
    /KozGoPro-Regular
    /KozMinPro-Bold
    /KozMinPro-ExtraLight
    /KozMinPro-Heavy
    /KozMinPro-Light
    /KozMinPro-Medium
    /KozMinPro-Regular
    /Latha
    /LetterGothic
    /LetterGothic-Bold
    /LetterGothic-BoldItalic
    /LetterGothic-Italic
    /LetterGothicMT
    /LetterGothicMT-Bold
    /LetterGothicMT-BoldOblique
    /LetterGothicMT-Oblique
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /Lithograph-Bold
    /LithographLight
    /LithosPro-Black
    /LithosPro-Regular
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /MagicR-HM
    /MaiandraGD-Regular
    /MalgunGothicBold
    /MalgunGothicRegular
    /Mangal-Regular
    /Marigold
    /Mdam
    /MesquiteStd
    /MetaPlusBoldRoman
    /MetaPlusMediumRoman
    /Mforgem
    /MicrosoftSansSerif
    /MingLiU
    /MinionPro-Bold
    /MinionPro-BoldCn
    /MinionPro-BoldCnIt
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Medium
    /MinionPro-MediumIt
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /MoeumTR-HM
    /MonotypeCorsiva
    /MonotypeSorts
    /MS-Gothic
    /MSHei
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReferenceSansSerif
    /MSReferenceSpecialty
    /MSSong
    /MS-UIGothic
    /MT-Extra
    /MurrayHillBT-Bold
    /MVBoli
    /MyriadPro-Bold
    /MyriadPro-BoldCond
    /MyriadPro-BoldCondIt
    /MyriadPro-BoldIt
    /MyriadPro-Cond
    /MyriadPro-CondIt
    /MyriadPro-It
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /MyungjoL-HM
    /NewGulim
    /NimbusRomDGR-Bold
    /NimbusRomDGR-BoldItal
    /NimbusRomDGR-Regu
    /NimbusRomDGR-ReguItal
    /NSimSun
    /NuevaStd-BoldCond
    /NuevaStd-BoldCondItalic
    /NuevaStd-Cond
    /NuevaStd-CondItalic
    /OCRAExtended
    /OCRAStd
    /OilOnTheWater
    /Oliver
    /OratorStd
    /OratorStd-Slanted
    /OzHandicraftBT-Roman
    /PalaceScriptMT
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Papyrus-Regular
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PianoB
    /PianoL
    /PianoM
    /Pleasantly-Plump
    /PMingLiU
    /PoplarStd
    /PostB
    /PosterBodoniBT-Roman
    /PostL
    /PostM
    /PrestigeEliteStd-Bd
    /Pristina-Regular
    /PyunjiR-HM
    /Raavi
    /RageItalic
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /RosewoodStd-Regular
    /SaenaegiR-HM
    /ScriptMTBold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /SeoulHangangM
    /SeoulNamsanEB
    /SeoulNamsanM
    /SerifaBT-Bold
    /SerifaBT-Italic
    /SerifaBT-Roman
    /SerifaBT-Thin
    /ShelleyAllegroBT-Regular
    /Shruti
    /SimHei
    /SimSun
    /SimSun-PUA
    /SouvenirITCbyBT-Demi
    /SouvenirITCbyBT-DemiItalic
    /SouvenirITCbyBT-Light
    /SouvenirITCbyBT-LightItalic
    /Staccato222BT-Regular
    /StencilStd
    /Swiss911BT-ExtraCompressed
    /SwitzerlandNarrowBold
    /SwitzerlandNarrowBoldItalic
    /SwitzerlandNarrowItalic
    /SwitzerlandNarrowPlain
    /Sylfaen
    /Symbol
    /SymbolMT
    /Tahoma
    /Tahoma-Bold
    /TektonPro-Bold
    /TektonPro-BoldCond
    /TektonPro-BoldExt
    /TektonPro-BoldObl
    /TeXplusEF
    /TeXplusEF-Bold
    /TeXplusEM
    /TeXplusEM-BoldItalic
    /TeXplusEM-Italic
    /TeXplusEX
    /TeXplusMI
    /TeXplusMI-Bold
    /TeXplusRM
    /TeXplusRM-Bold
    /TeXplusRM-BoldItalic
    /TeXplusRM-Italic
    /TeXplusSA
    /TeXplusSB
    /TeXplusSY
    /TeXplusSY-Bold
    /TeXplusTE
    /TiffanyITCbyBT-Demi
    /TiffanyITCbyBT-DemiItalic
    /TiffanyITCbyBT-Heavy
    /TiffanyITCbyBT-HeavyItalic
    /TiffanyITCbyBT-Light
    /TiffanyITCbyBT-LightItalic
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /TrajanPro-Bold
    /TrajanPro-Regular
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /Tunga-Regular
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-Italic
    /TwCenMT-Regular
    /TypoUprightBT-Regular
    /Univers
    /Univers-Bold
    /Univers-BoldExt
    /Univers-BoldExtObl
    /Univers-BoldItalic
    /Univers-BoldOblique
    /Univers-Condensed
    /Univers-CondensedBold
    /Univers-Condensed-Bold
    /Univers-Condensed-BoldItalic
    /Univers-CondensedBoldOblique
    /Univers-Condensed-Medium
    /Univers-Condensed-MediumItalic
    /Univers-CondensedOblique
    /Univers-Extended
    /Univers-ExtendedObl
    /Univers-Light
    /Univers-LightOblique
    /Univers-Medium
    /Univers-MediumItalic
    /Univers-Oblique
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /Vrinda
    /Webdings
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WP-ArabicScriptSihafa
    /WP-ArabicSihafa
    /WP-BoxDrawing
    /WP-CyrillicA
    /WP-CyrillicB
    /WP-GreekCentury
    /WP-GreekCourier
    /WP-GreekHelve
    /WP-HebrewDavid
    /WP-IconicSymbolsA
    /WP-IconicSymbolsB
    /WP-Japanese
    /WP-MathA
    /WP-MathB
    /WP-MathExtendedA
    /WP-MathExtendedB
    /WP-MultinationalAHelve
    /WP-MultinationalARoman
    /WP-MultinationalBCourier
    /WP-MultinationalBHelve
    /WP-MultinationalBRoman
    /WP-MultinationalCourier
    /WP-Phonetic
    /WPTypographicSymbols
    /YDI2002
    /YDIAsphaltB
    /YDIAsphaltL
    /YDIBirdL
    /YDIBirdM
    /YDIChbinB
    /YDIChbinL
    /YDIChbinM
    /YDIChunB
    /YDIChunL
    /YDIChunM
    /YDIDanB
    /YDIDanL
    /YDIDanM
    /YDIGoldB
    /YDIGoldL
    /YDIGoldM
    /YDIGukB
    /YDIGukL
    /YDIGukM
    /YDIHoopM-KSCpc-EUC-H
    /YDIJininB
    /YDIJininL
    /YDIJininM
    /YDIManB
    /YDIManL
    /YDIManM
    /YDIMatrix01
    /YDIMatrix02
    /YDIMatrix03
    /YDIMatrix04
    /YDIMatrix05
    /YDIMatrix06
    /YDIMatrix07
    /YDIMatrix08
    /YDINeoulB
    /YDINeoulL
    /YDINeoulM
    /YDIPaintB
    /YDIPaintL
    /YDIPaintM
    /YDISapphIIB-KSCpc-EUC-H
    /YDISapphIIL-KSCpc-EUC-H
    /YDISapphIIM-KSCpc-EUC-H
    /YDISolM-KSCpc-EUC-H
    /YDISongB
    /YDISongL
    /YDISongM
    /YDIWebBatan
    /YDIWebDotum
    /YDIWindM-KSCpc-EUC-H
    /YDIYahwaB
    /YDIYahwaL
    /YDIYahwaM
    /YDIYGO110-KSCpc-EUC-H
    /YDIYGO120-KSCpc-EUC-H
    /YDIYGO130-KSCpc-EUC-H
    /YDIYGO140-KSCpc-EUC-H
    /YDIYGO150-KSCpc-EUC-H
    /YDIYGO160-KSCpc-EUC-H
    /YDIYMjO110-KSCpc-EUC-H
    /YDIYMjO120-KSCpc-EUC-H
    /YDIYMjO130-KSCpc-EUC-H
    /YDIYMjO140-KSCpc-EUC-H
    /YDIYMjO150-KSCpc-EUC-H
    /YDIYMjO160-KSCpc-EUC-H
    /YDIYMjO240
    /YDIYuroB
    /YDIYuroL
    /YDIYuroM
    /YDSAH
    /YDSDJ
    /YDSHO
    /YDSHS
    /YDSJH
    /YDSJY
    /YDSMJ
    /YDSSH
    /YetR-HM
    /Ymjo420
    /Ymjo440
    /Ymjo450
    /ZapfCalligraphic801BT-Bold
    /ZapfCalligraphic801BT-BoldItal
    /ZapfCalligraphic801BT-Italic
    /ZapfCalligraphic801BT-Roman
    /ZapfElliptical711BT-Bold
    /ZapfElliptical711BT-BoldItalic
    /ZapfElliptical711BT-Italic
    /ZapfElliptical711BT-Roman
    /ZapfHumanist601BT-Bold
    /ZapfHumanist601BT-BoldItalic
    /ZapfHumanist601BT-Demi
    /ZapfHumanist601BT-DemiItalic
    /ZapfHumanist601BT-Italic
    /ZapfHumanist601BT-Roman
    /ZapfHumanist601BT-Ultra
    /ZapfHumanist601BT-UltraItalic
    /ZurichBT-BlackExtended
    /ZurichBT-Light
    /ZurichBT-RomanExtended
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /SyntheticBoldness 1.000000
  /Description <<
    /DEU <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [2834.646 2834.646]
>> setpagedevice


